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The Biotedtthftlosy Sj*s1tcms Branch of the Scientific arid Technical Information 
Center (STlO*(i?tected errors when processing the following computer readable 
form 



Application 
Source: 

Date Processed by STIC 



Serial Number: 



THF ATTACnED PRINTOUT EXPLAINS DETECTED ERRORS. 

FOR?S?UBMIS?KuESTIONS, PLEASE CONTACT MARK SPENCER, 703-308 ^212. 

FOR SEQUENCE RULES INTERPRETATmN. PLEASE CONTACT ROnERT^^^^^^ 703-308-42,6. 
PATENTIN 2.1 c-mai. help: pMlnZt hclp(S,uspto.go.v or P''«"l^"3-306-4 19 (R^ax) 
PATENTIN 3.0 c-mail help: p.«in:thelnrg)..snto.gOV or phone 703-306-41 19 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 

PROGRAM. ACCESSIBLE THROUGH THE U S PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW; 



Checker Version 3.0 

The Checker Version 3 0 apphcation .s a state-of the-art Windows based software program 
employing a logical and intuitive user-interface to check whether a sequence listing is in 
complLce wit'h format and content rxiles Checker Version 3 0 works for sequence listing 
generated for the original version of 37 CFR §§1821 -1 825 effective October I 1990 (old 
Snd t^e revised version (new r.les) effective July 1. 1998 as well as World Intellectual 
Property Organization (WIPO) Standard ST25 . , v)i^ 

Checker Version 3 0 replaces the previous DOS-based version of Checker, and is Y2K- 
Smp L. Checker allows public users to check sequence ''"'"e-" Comp^^^^^^ 
(CRP) before submitting them to the United States Patent and Traden^ark Office (USPTO). 
lisfof Checker prior to filing the sequence listing is expected to result in fewer errored sequence 
listings, thus saving time and money 

r...rk.r Version ^ » r.. down loaded from the USJ IO website at the following addre ss: 
lUtp://www.uspto.gov/wcb/officcs/pac/checkcr 



R*w Sequence Lbf Inc Error Summ»t7 



ERROR DETECTED 

ATTN: NEW RULES CASES; 

1^ Wrsppcd NucUici 

Wnppcd Aminoi 



2 Invilid Urv: Lenfih 

3 MiiAlitned Amino 

Numbering 



Noo-ASCII 



Viniblc Ungth 



6 P«tcnlln 3.0 



7 Skipped Scqucncci 

(OLD RULES) 



8 Skipped Scqucncci' 

(NEW RULES) 



9 Ute of n'l or X" 

(NEW RULES) 



10 ^/ Invalid <213> 
Response 



II Ujeof<220> 



Pilctilln 2.0 
"tug" 



cMr-.r:r<rTrn CORRECTION SERIAL NUMDER: ^ ^ H 

FLEASE DISREGARD ENGLISH "ALPIIA" JIEADERS. \miCll WERE INSERTED D V m 

TV numbcrAcxt .t (he end ofeach line -^ripped" down lo the nexl line. Jhis rmy oca.r if your Hie 
l!^, relieved in . weed peoceuoc .tier crcxtln^ i<. PI"** '^J"** y<»^ "^"^^ 
pf event **VT»pp in " ' 
The nite* require lh*( . Ii« not * iceed 73 cUncter, in length, thil include* while .p.cei. 

•n^ numbering under e.ch 5* amino .cid i. miullgncd. Do no( Ub cc^e. between number.; 
Uic ip»ce chtr»rten, inileid. 

■n.e .ubmined f.le not »vcd in ASCII(DOS) l^xt, « re,uir<d bythe Sequence Rul». Ple^e 
twurt your lubsequent »ubmlMtonlj livid In ASCII Ull. 

Sequence^) conuln n'. or X«*. representing mSrc tKti, one residue. Ter Sequence Rule,, 
c.ch n oVyZT^ only represent . .Incte rddue. Plc.se preiert the moln^um nunribcr of e.ch 
Ksidue having viTi.ble length .^d indlcle in the <220>-<323> .cd.on thit <ome nuy be mi«.n£. 

A-bug- in P.tentln va.lon 2.0 h« ^^ficd tTc <220>.C223> -action to be mining firom .mino .cid 
.eaucnccs^i) • Normally. Palcntln would-.utonulif*Ifjf.tai<^-V« f'^"} 

;!^ZyL7a;^;^c.6 .cquenL. Pl«se manually copy .h< relev.rU <220>-c223> .cct.on ,o 
L .ubsequent .mino .cid .equence. Ti^ .rr"" «o the m.nd.too' <20>-<223> .ectlon. for 
ArtincUI or Unknown wquencc 

SeQuence<.) miiiing. If intention.1. pte.ie insert the following Unci for t.ch .kipped lequcnce: 

(2)rNFORMAfiONFORSEQIDNO:X:(injertSEQIDNOvAcre-X"u.how^^^ 

O) SEQUENCE CHARACTERISTICS: (Do npt inwrt .ny tubheadrngs under this heading) 

(xi) SEQUENCE DESCRimON:SEQ ID NO:X: (insen SEQ ID.NO where "X" is shown) 

This sequence is intentionally skipped 

Please also adjust the -(ii) NUMDER OF SEQUENCES:" response (o Include the skipped sequences 

Scquence<s) missin£. If Intentional, please insert the following lines for each skipped sequcnc 

<2 I0> fcquence id number 
<^00> aequence id number 
000 

Uie of n'« tnd/of Xaa"» have been detected in the Sequence Lilting. 

Per I n3 of Sequence Rules, use of <220>-<233> is MANDATORY if n'l or Xaa's are present. 

In <220> 10 <^ 23> section, please explain location ofn or X». and which residue n or X.. represenU 

' Per I 823 of Sequence Rules, the only valid <213> responses are: Unknown. Artificial Scquer.ce, or 
IcTeniif.c namc (Genus/sr^ies). <220>-<223> section is required when <2 13> response .s Unknown 
ii Ariiricial Sequence 

S,qucnce<s) missing the <220> "Feature" and associated numeric identifiers and responses. 

U^e of <220>lo<223> i^ MANDATORY if <2 13> "aganism" response is "Artir.c.l Sequence or 
"Unk/wwn."' Please explain source ofgcnetic material in <220> to <233>sectiot^ 

(Sei^cderal Re£rstcr."06A)l/1998. Vol. 63.Ho.104.pp. 29631-32) (Sec. 1 .823 of Sequence Rules, 

Please do not use "Copy lo Disk" function of Patentln version 2.0. This causes a corrupted file, 
resulting in missing man<latory numeric identifiers and responses (as indicated on raw sequence 
iLStlng). Instead, please us* "File Manager" or any other manual mens lo copy file to floppy dislc 

- n can only be used lo represent a .ingle nucleoddt in . nucleic .cid «quence. N is not used lo reprcte 
any value not ipccifically a nucleotide. 

AWC/MH - Diotechrvjlogy Systems Dnnch - 08/2 1/200 1 



The type of errors shown exist throughout 
the Sequence Listing. Please check subsequent 
sequences for sinrrilar errors 



OIPE 



DATE: 10/05/2001 
RAW SEQUENCE LISTING TIME: 09:36:36 

PATENT APPLICATION: US/0 9/821,819 

Tnnnt Set : A:\37174-7.ST25.txt 

output set: ..vCHr3M0052001\l8218l9.raw 



3 ^110- APPLICANT: Tsao, Desiree 

4 Tellies., Jean - Bapt i s te 

5 McDc-naqh, Thomas 
e Lin, Lih'Ling 

7 Hsu, Sang 

Xu, Guang-Yi 



11 
13 



9 Malakian. A. Karl ACTIVE SITE AND USES THEREOF 

I 120- TITLE OF INVENTION: N-iRADD 

II ..151- PRIOF FILING DATE: 2000- 04 -06 
^-3 -i*^n- NUMBER OF SEQ ID NOS : 6 

"^lA- SOFTWARE- Patentin version 3.0 The type of errors shown exist throughout 

25 ^-y^* ^ ID MO- 1 the Sequence Listing, Please check subsequent 

27 -:210 ■ SEQ _ sequences for similar errors. 

09 .;211.- LENGTH: 168 ^ 

31 -212 • TYPE; ?RT 

33 ."n3- ORGAMISM: Homo sapiens 

I? .en CXv OX. X.P Va. 0.. Se. .:a .^r .e. 

- L Va. C.u se. .e. .sp ..s v. Va. .e. Se. .sp ..a ... 

41 20 Lea Gin Ala Ala Lea 

43 His Pro Gin Gin Lys Val Ala Val Tyr g 

rw Ser pro ASP val Leu Gin Met Leu Lys lie H.s 
46 Ala Glu Ser Gly Gly Ser Pro r y 

II .sp P.O C.n .eu ne Va. .^n .eu .r. ..e Cys C.v Ar, OXn 
"o CIV .r. P.e IL .r. ..a T.. O.u O.V A- ..u 

^3 .a .e. 0. sL .e. ..a ..a ..a .eu ..a C.n Se. Va. 

56 "° , Glv Ala Glu .rg Leu Asp Ala Leu Leu 

58 Leu .31n Leu Glu Leu Arg Ala Gly Ala 

59 . T.u ser CYs He Leu Ala Gin Gin Pro Asp 
61 Ala ASP Glu Glu Arg Cys Leu Ser Cys 

" . Clu Glu Leu Ala Glu Leu Glu Asp Ala Leu Arg Asn 

64 Arg Leu Arg Asp Glu Glu Leu a 160 



150 " 1" . * t 

67 Leu Lys Cys Gly Ser Gly Ala Arg 

68 If 

71 ^^lO- SEQ IB NO: 2 
7 3 ^ 211 > LENGTH: 13 



7S . ''12 > TYPE: PRT 
_> 77 <213> organism: Artif icial/Unlcnown 

79 ■:220 > FEATURE: 



r,le://C:\Crf3\OuiholdvVsrl821 8 1 9.htm 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/821,819 



DATE: 10/05/2001 
TIME: 09:36:36 



Input Set : A:\37174-7.ST25.tit 

Output Set: N:\CRF3\10052001\lB21819.raw 



81 •:??!> NAME/KEY: PEPTIDE 

8 3 2- location: {1)..(13) 

85 •::-:'3- OTHER INFORMATION: CD40 peptide synthesized using Fnoc solid-phase methods 
87 • .^f'.'O - SEQUENCE : 2 

89 Ser Aiin Thr Ala Ala Pro Val Gin Glu Thr Leu His Gly 

90 1 5 10 

9 3 : o - seq id no : 3 , 

95 •::''il- LENGTH: 6 ^i"^,^,^ 7 

97 ^l;!:- TYPE: PRT^^ ^ 7/.' 

C--> 99 <213> ORGANISM: ^artificial/Unknown yO}y^r7i^C> / ' 

101 • ■ feature : . . 

103 • j21- NAME/KEY: peptide 
105 •.;:22- LOCATION: (l}..(6) 

107 •■j23- OTHER INFORMATION: shortest CD40 sequence recognized by TFAF2 
109 ■ 400 • SEQUENCE : 3 

111 Tyr I-ro lie Gin Glu Thr 

112 1 5 
115 • :iO • SEQ ID NO : 4 

117 - .11 • LENGTH: 9 _ ^. / 

119 ^:i2- TYPE: PRT — ^ h-r^^-^'^ ; ^ ^ / ^i.^ ^^^^ / . V'.-- O" 

C--> 121 <213> ORGANISM :c_A.rtificial/Unknown ic./>j:\'<- / / 

12 3 . j20 • FEATURE : 
125 •..■jl • NAME/KEY: peptide 
127 -,.22- LOCATION: (1)..(9) 

129 ^223^ OTHER INFORMATION: C-TRAF2 consensus sequence 
131 ' 400.- SEQUENCE : 4 

133 Gin Val Pro Phe Ser Lys Glu Glu Cys 

134 1 5 
137 -.210 • SEQ ID NO : 5 
139 •:211 • LENGTH: 4 
141 ■,212.- TYPE: PRT 

C--> 143 <213> ORGANISM: Artificial/Unknown 
145 --220 > FEATURE : 
147 •■221,- NAME/KEY: peptide 
14 9 •■222 - LOCATION: (1)..C4) 

151 •■223- OTHER INFORMATION: TNFR2 sequence motif; X may be any amino acid 
153 4 00 • SEQUENCE : 5 
W--> 15 5 Sor Xaa Xaa Glu 
156 1 

159 . ;n 0 • SEQ ID NO : 6 
161 • 211 - LENGTH: 5 
16 3 ■ :;1 2 • TYPE : PRT 
C--> 165 <213> ORGANISM: Artificial/Unknown 

167 220 • FEATURE : 

169 ■ 221 - NAME/KEY: peptide 

171 •222- LOCATION: (1)..(5) 

173 -.223- OTHER INFORMATION: CD40 sequence motif; X may be any amino acid 
175 :400 > SEQUENCE : 6 
W--> 177 Pro Xaa Gin Xaa Thr 
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RAW SEQUENCE LISTING DATE: 10/05/2001 

PATENT APPLICATION: US/09/821,819 TIME: 09:36:36 

Input Set : A:\37174-7.ST25.txt 

Output Set: N:\CRF3\10052001\IB21819.raw 

178 1 5 



rtle://C:\Crf3\Outhold\VsrI82 1819.htm 



1 0/5/0 i 



rage 4 ui j 



VERIFICATION SUMMARY DATE: 10/05/2001 

PATENT APPLICATION: US/09/821,819 TIME: 09:36:37 

Input Set : A:\37174-7.ST25.txt 

Output Set: N:\CRF3\10052001\l821819.raw 

L:17 M 271 C: Current Filing Date differs, Replaced Current Filing Date 
L:77 M.220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID# : 2 
L:99 M.220 C: Keyword misspelled or invalid format, -:213> ORGANISM for SEQ IDtt : 3 
L:121 M :;20 C: Keyword misspelled or invalid format, ■:213> ORGANISM for SEQ ID# : 4 
L:143 M.220 C: Keyword misspelled or invalid format, ■:213:> ORGANISM for SEQ ID# : 5 
L:155 M 341 W: (46) "n" or "Xaa" used, for SEQ ID# : 5 

L:165 M 220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ IDi^ . 6 
L:177 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 6 



file://C:^.Cif3\Outhold\VsrI82 1 8 1 9.htm 
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